[FREE] Exploration and Analysis of DNA Microarray and Protein Array Data (Wiley Seriesin Probability
and Statistics)

Exploration and Analysis of DNA Microarray and Protein Array
Data (Wiley Seriesin Probability and Statistics)

Dhammika Amaratunga, Javier Cabrera
ePub | *DOC | audiobook | ebooks | Download PDF

WILEY

EXPLORATION AND ANALYSIS OF DNA
MICROARRAY AND PROTEIN ARRAY DATA

DHAMMIKA AMARATUNGA

JAVIER CABRERA

— | b
DOWNLOAD ** READ ONLINE
| | | S |

#3828283 in Books 2003-10-21Ingredients: Example IngredientsOriginal language:EnglishPDF # 1 9.74 x
.93 x 6.361, 1.30 #File Name: 0471273988272 pages | File size: 72.Mb

Dhammika Amaratunga, Javier Cabrera: Exploration and Analysis of DNA Microarray and Protein Array
Data (Wiley Seriesin Probability and Statistics) before purchasing it in order to gage whether or not it would be
worth my time, and all praised Exploration and Analysis of DNA Microarray and Protein Array Data (Wiley Seriesin
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Probability and Statistics):

3 of 10 people found the following review helpful. Excellent! By Falling MapleThis book provides an excellent
overview of various methods in DNA microarray analysis. It explains most of the theories behind the algorithms, so
that you know why the analyses are done in certain way. In fact, | find | get more insights from the book as compare to
the research papers which tend to be brief.

A cutting-edge guide to the analysis of DNA microarray data Genomicsis one of the major scientific revolutions of
this century, and the use of microarrays to rapidly analyze numerous DNA samples has enabled scientists to make
sense of mountains of genomic data through statistical analysis. Today, microarrays are being used in biomedical
research to study such vital areas as a drugs therapeutic valueor toxicityand cancer-spreading patterns of gene activity.
Exploration and Analysis of DNA Microarray and Protein Array Data answers the need for a comprehensive, cutting-
edge overview of thisimportant and emerging field. The authors, seasoned researchers with extensive experiencein
both industry and academia, effectively outline all phases of this revolutionary analytical technique, from the
preprocessing to the analysis stage. Highlights of the text include: A review of basic molecular biology, followed by
an introduction to microarrays and their preparation Chapters on processing scanned images and preprocessing
microarray data Methods for identifying differentially expressed genesin comparative microarray experiments
Discussions of gene and sample clustering and class prediction Extension of analysis methods to protein array data
Numerous exercises for self-study as well as data sets and a useful collection of computational tools on the authors
Web site make thisimportant text a valuable resource for both students and professionalsin the field.

...outlines methodol ogies for analyzing DNA microarrays and protein array data for industrial and academic
applications... -- Genetic Engineering News, March 15, 2004"...extremely well written...a comprehensive and up-to-
date overview of thisimportant field." (Journal of Environmental Quality, Jan/Feb 2005) "an extensive overview of
current microarray dataanalysis' (Clinical Chemistry, November 2004) "The book would be useful to anyone
studying or working with the DNA and protein arrays.” (Annals of Biomedical Engineering, November 2004)
...presents an extensive series of computational, visual, and statistical tools that are being used for exploring and
analyzing microarray data... (Quarterly of Applied Mathematics, Vol. LXII, No. 1, March 2004) ...outlines

methodol ogies for analyzing DNA microarrays and protein array data for industrial and academic applications...
(Genetic Engineering News, March 15, 2004)From the Back CoverA cutting-edge guide to the analysis of DNA
microarray data Genomicsis one of the major scientific revolutions of this century, and the use of microarrays to
rapidly analyze numerous DNA samples has enabled scientists to make sense of mountains of genomic data through
statistical analysis. Today, microarrays are being used in biomedical research to study such vital areas as a drugs
therapeutic valueor toxicityand cancer-spreading patterns of gene activity. Exploration and Analysis of DNA
Microarray and Protein Array Data answers the need for a comprehensive, cutting-edge overview of thisimportant and
emerging field. The authors, seasoned researchers with extensive experience in both industry and academia,
effectively outline all phases of this revolutionary analytical technigque, from the preprocessing to the analysis stage.
Highlights of the text include: A review of basic molecular biology, followed by an introduction to microarrays and
their preparation Chapters on processing scanned images and preprocessing microarray data Methods for identifying
differentially expressed genesin comparative microarray experiments Discussions of gene and sample clustering and
class prediction Extension of analysis methods to protein array data Numerous exercises for self-study as well as data
sets and a useful collection of computational tools on the authors Web site make thisimportant text a valuable
resource for both students and professionals in the field. About the AuthorDHAMMIKA AMARATUNGA, PhD, isa
Senior Research Fellow in the Nonclinical Biostatistics Department at Johnson Johnson Pharmaceutical Research
Development, LLC. He has a doctorate in statistics from Princeton University and has been working in the
pharmaceutical industry for over fifteen years. His research interests include analysis of large multivariate data sets,
particularly those generated by functional genomics research, robust and resistant statistical methods, linear and
nonlinear modeling, and biostatistics. JAVIER CABRERA, PhD, is an Associate Professor in the Department of
Statistics at Rutgers University. He has a doctorate in statistics from Princeton University and has over fifty
publications in applied statistics. His research interests include DNA microarray, data mining of biopharmaceutical
databases, computer vision, statistical computing and graphics, robustness, and biostatistics.



